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B. bacilliformis CIP 57.17   1    --------TGGCTAAGAGGGAACGCAGGCGGCAGGCTTAACACATGCAAG 42    
B. bacilliformis CIP 57.18   1    ------CCTGGCTCA---GGAACGTTGGCGGCAGGCTTAACACATGCAAG 41    
B. bacilliformis CIP 57.19   1    ------------TCAGAACGAGCGCTGGCGGCAGGCTTAACACATGCAAG 38    
B. bacilliformis CIP 57.20   1    --------GATTCTGGCTCCCGAGCTGGCGGCAGGCTTAACACATGCAAG 42    
B. bacilliformis CIP 57.27   1    ------------------CGAACGCTGGCGGCAGGCTTAACACATGCAAG 32    
B. bacilliformis 35096       1    --------TGGTTCAGGACGAACGCTGGCGGCAGGCTTAACACATGCAAG 42    
B. bacilliformis ATCC 35685  1    TTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAG 50    
Clustal Consensus            1                           *  ************************ 25    
 
B. bacilliformis CIP 57.17   43   TCGAGCGCACTCTTTTGCAGTGAGCGGCAAACGAGTGAGTAACGCGTGGG 92    
B. bacilliformis CIP 57.18   42   TCGAGCGCACTCTTTTGCAGTGAGCGGCAAACGAGTGAGTAACGCGTGGG 91    
B. bacilliformis CIP 57.19   39   TCGAGCGCACTCTTTTGCAGTGAGCGGCAAACGAGTGAGTAACGCGTGGG 88    
B. bacilliformis CIP 57.20   43   TCGAGCGCACTCTTTTGCAGTGAGCGGCAAACGAGTGAGTAACGCGTGGG 92    
B. bacilliformis CIP 57.27   33   TCGAGCGCACTCTTTTGCAGTGAGCGGCAAACGAGTGAGTAACGCGTGGG 82    
B. bacilliformis 35096       43   TCGAGCGCACTCTTTTGCAGTGAGCGGCAAACGAGTGAGTAACGCGTGGG 92    
B. bacilliformis ATCC 35685  51   TCGAGCGCACTCTTTTGCAGTGAGCGGCAAACGAGTGAGTAACGCGTGGG 100   
Clustal Consensus            26   ************************************************** 75    
 
B. bacilliformis CIP 57.17   93   AATCTACCCATCTCTACGGAATAACACAGACAAATTTGTGCTAATACAGT 142   
B. bacilliformis CIP 57.18   92   AATCTACCCATCTCTACGGAATAACACAGACAAATTTGTGCTAATACAGT 141   
B. bacilliformis CIP 57.19   89   AATCTACCCATCTCTACGGAATAACACAGACAAATTTGTGCTAATACAGT 138   
B. bacilliformis CIP 57.20   93   AATCTACCCATCTCTACGGAATAACACAGACAAATTTGTGCTAATACAGT 142   
B. bacilliformis CIP 57.27   83   AATCTACCCATCTCTACGGAATAACACAGACAAATTTGTGCTAATACAGT 132   
B. bacilliformis 35096       93   AATCTACCCATCTCTACGGAATAACACAGACAAATTGGTGCTAATACAGT 142   
B. bacilliformis ATCC 35685  101  AATCTACCCATCTCTACGGAATAACACAGACAAATTTGTGCTAATACAGT 150   
Clustal Consensus            76   ************************************ ************* 124   
 
B. bacilliformis CIP 57.17   143  ATACGCCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGG 192   
B. bacilliformis CIP 57.18   142  ATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGG 191   
B. bacilliformis CIP 57.19   139  ATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGG 188   
B. bacilliformis CIP 57.20   143  ATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGG 192   
B. bacilliformis CIP 57.27   133  ATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGG 182   
B. bacilliformis 35096       143  ATACGTCCTTCGGGAGAAAGATTTATCGGAGAGGGATGAGCCCGCGTTGG 192   
B. bacilliformis ATCC 35685  151  ATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTGG 200   
Clustal Consensus            125  ***** ************************** ***************** 172   
 
B. bacilliformis CIP 57.17   193  ATTAGCTAGTTGGTGAGG-AACGGCCCACCAAGGCGACGATCCATAGCTG 241   
B. bacilliformis CIP 57.18   192  ATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCCATAGCTG 241   
B. bacilliformis CIP 57.19   189  ATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCCATAGCTG 238   
B. bacilliformis CIP 57.20   193  ATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCCATAGCTG 242   
B. bacilliformis CIP 57.27   183  ATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCCATAGCTG 232   
B. bacilliformis 35096       193  ATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCCATAGCTG 242   
B. bacilliformis ATCC 35685  201  ATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCCATAGCTG 250   
Clustal Consensus            173  ****************** ******************************* 221   
 
B. bacilliformis CIP 57.17   242  GTCTGAGAGGATGATC-GCCACACTGGGACTGAGACACGGCCCAGACTCC 290   
B. bacilliformis CIP 57.18   242  GTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 291   
B. bacilliformis CIP 57.19   239  GTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 288   
B. bacilliformis CIP 57.20   243  GTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 292   
B. bacilliformis CIP 57.27   233  GTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 282   
B. bacilliformis 35096       243  GTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTTC 292   
B. bacilliformis ATCC 35685  251  GTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTCC 300   




B. bacilliformis CIP 57.17   291  TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCC 340   
B. bacilliformis CIP 57.18   292  TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCC 341   
B. bacilliformis CIP 57.19   289  TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCC 338   
B. bacilliformis CIP 57.20   293  TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCC 342   
B. bacilliformis CIP 57.27   283  TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCC 332   
B. bacilliformis 35096       293  TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCC 342   
B. bacilliformis ATCC 35685  301  TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCC 350   
Clustal Consensus            270  ************************************************** 319   
 
B. bacilliformis CIP 57.17   341  AGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAC 390   
B. bacilliformis CIP 57.18   342  AGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAC 391   
B. bacilliformis CIP 57.19   339  AGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAC 388   
B. bacilliformis CIP 57.20   343  AGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAC 392   
B. bacilliformis CIP 57.27   333  AGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAC 382   
B. bacilliformis 35096       343  AGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAC 392   
B. bacilliformis ATCC 35685  351  AGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTCAC 400   
Clustal Consensus            320  ************************************************** 369   
 
B. bacilliformis CIP 57.17   391  CGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCGTG 440   
B. bacilliformis CIP 57.18   392  CGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCGTG 441   
B. bacilliformis CIP 57.19   389  CGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCGTG 438   
B. bacilliformis CIP 57.20   393  CGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCGTG 442   
B. bacilliformis CIP 57.27   383  CGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCGTG 432   
B. bacilliformis 35096       393  CGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCGTG 442   
B. bacilliformis ATCC 35685  401  CGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCGTG 450   
Clustal Consensus            370  ************************************************** 419   
 
B. bacilliformis CIP 57.17   441  CCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTGTTCGGATTTACTGG 490   
B. bacilliformis CIP 57.18   442  CCAGCAGCCGCGGTAATACGAAGGGGCCTAGCGTTGTTCGGATTTACTGG 491   
B. bacilliformis CIP 57.19   439  CCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGG 488   
B. bacilliformis CIP 57.20   443  CCAGCAGCCGCGGTAATACGAAGGGGGCTAGGGTTGTTCGGATTTACTGG 492   
B. bacilliformis CIP 57.27   433  CCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGG 482   
B. bacilliformis 35096       443  CCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGG 492   
B. bacilliformis ATCC 35685  451  CCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGG 500   
Clustal Consensus            420  ************************** **** ****************** 467   
 
B. bacilliformis CIP 57.17   491  GCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGG 540   
B. bacilliformis CIP 57.18   492  GCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGG 541   
B. bacilliformis CIP 57.19   489  GCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGG 538   
B. bacilliformis CIP 57.20   493  GCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGG 542   
B. bacilliformis CIP 57.27   483  GCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGG 532   
B. bacilliformis 35096       493  GCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGG 542   
B. bacilliformis ATCC 35685  501  GCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAGGG 550   
Clustal Consensus            468  ************************************************** 517   
 
B. bacilliformis CIP 57.17   541  CTCAACCTTGGAACTGCCTTTGATACTGGATG-CTCGAGTATGGAAGAGG 589   
B. bacilliformis CIP 57.18   542  CTCAACCTTGGAACTGCCTTTGATACTGGATGACTCGAGTATGGAAGAGG 591   
B. bacilliformis CIP 57.19   539  CTCAACCTTGGAACTGCCTTTGATACTGGATGACTCGAGTATGGAAGAGG 588   
B. bacilliformis CIP 57.20   543  CTCAACCTTGGAACTGCCTTTGATACTGGATGTCTCGAGTATGGAAGAGG 592   
B. bacilliformis CIP 57.27   533  CTCAACCTTGGAACTGCCTTTGATACTGGATGTCTCGAGTATGGAAGAGG 582   
B. bacilliformis 35096       543  CTCAACCTTGGAACTGCCTTTGATACTGGATGTCTCGAGTATGGAAGAGG 592   
B. bacilliformis ATCC 35685  551  CTCAACCTTGGAACTGCCTTTGATACTGGATGTCTCGAGTATGGAAGAGG 600   
Clustal Consensus            518  ******************************** ***************** 566   
 
B. bacilliformis CIP 57.17   590  TGAGTGGAATTCCGAGTGTAGAGCTAAAATTCGTAGATATTCGGAGGAAC 639   
B. bacilliformis CIP 57.18   592  TGAGTGGAATTCCGAGTGTAGAGCTAAAATTCGTAGATATTCGGAGGAAC 641   
B. bacilliformis CIP 57.19   589  TGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAAC 638   
B. bacilliformis CIP 57.20   593  TGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAAC 642   
B. bacilliformis CIP 57.27   583  TGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAAC 632   
B. bacilliformis 35096       593  AGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAAC 642   
B. bacilliformis ATCC 35685  601  TGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGAAC 650   
Clustal Consensus            566   ********************** ************************** 614   
 
B. bacilliformis CIP 57.17   640  ACCAG-GGCGAAGG-GGCTCACTGGTCCATTACTGACGCTGAGGTGCGAA 687   
B. bacilliformis CIP 57.18   642  ACCAGCGGCGAAGG-GGCTCACTGGTCCATTACTGACGCTGAGGTGCGAA 690   
B. bacilliformis CIP 57.19   639  ACCAGGGCGAAGGG-GGCTCACTGGTCCATTACTGACGCTGAGGTGCGAA 687   
B. bacilliformis CIP 57.20   643  ACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAA 692   
B. bacilliformis CIP 57.27   633  ACCAGTGGCGAAGGCGGCTCACTGGTTCATTACTGACGCTGAGGTGCGAA 682   
B. bacilliformis 35096       643  ACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAA 692   
B. bacilliformis ATCC 35685  651  ACCAGTGGCGAAGGCGGCTCACTGGTCCATTACTGACGCTGAGGTGCGAA 700   




B. bacilliformis CIP 57.17   688  AGCGTGGGGAGCAAACAGGAT-AGATACCCTGGTAGTCCACGCCGTAAAC 736   
B. bacilliformis CIP 57.18   691  AGCGTGGGGAGCAAACAGGAT-AGATACCCTGGTAGTCCACGCCGTAAAC 739   
B. bacilliformis CIP 57.19   688  AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 737   
B. bacilliformis CIP 57.20   693  AGCGTGGGGAGCTAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 742   
B. bacilliformis CIP 57.27   683  AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAAC 732   
B. bacilliformis 35096       693  AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 742   
B. bacilliformis ATCC 35685  701  AGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 750   
Clustal Consensus            658  ************ ******** ********************** ***** 704   
 
B. bacilliformis CIP 57.17   737  TATGAATGTTAACCGTCGGGCAGTT-ACTGCTCGGTGGCGCACGTAACGC 785   
B. bacilliformis CIP 57.18   740  TATGAATGTTAGCCGTCGGGCAGTTTACTGCTCGGTGGCGCACGTAACGC 789   
B. bacilliformis CIP 57.19   738  CATGAATGTTAACGGTCGGGCAGTT-ACTGCTCGGTGGCGCACGTAACGC 786   
B. bacilliformis CIP 57.20   743  TATGAATGTTGGCCGTCGGGCAGTTCACTGCTCGGTGGCGCACGTAACGC 792   
B. bacilliformis CIP 57.27   733  GATGAATGTTAGCCGTCGGGCAGTTTACTGCTCGGTGGCGCACGTAACGC 782   
B. bacilliformis 35096       743  GATGAATGTTAGCCGTCGGGCAGTTTACTGCTCGGTGGCGCACGTAACGC 792   
B. bacilliformis ATCC 35685  751  GATGAATGTTAGCCGTCGGGCAGTTTACTGCTCGGTGGCGCACGTAACGC 800   
Clustal Consensus            704   *********  * *********** ************************ 749   
 
B. bacilliformis CIP 57.17   786  GTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 835   
B. bacilliformis CIP 57.18   790  GTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 839   
B. bacilliformis CIP 57.19   787  GTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 836   
B. bacilliformis CIP 57.20   793  GTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 842   
B. bacilliformis CIP 57.27   783  GTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 832   
B. bacilliformis 35096       793  GTTACACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCCAAGGA 842   
B. bacilliformis ATCC 35685  801  GTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGA 850   
Clustal Consensus            750  **** *************************************** ***** 797   
 
B. bacilliformis CIP 57.17   836  ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTAAATTCGAAGCA 885   
B. bacilliformis CIP 57.18   840  ATTGACGGGGGCCCGCACAGGCGGTGGAGCATGTGGTTTAATTCGAAGCA 889   
B. bacilliformis CIP 57.19   837  ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 886   
B. bacilliformis CIP 57.20   843  ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 892   
B. bacilliformis CIP 57.27   833  ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATCCGAAGCA 882   
B. bacilliformis 35096       843  ATTGACGGGGGCCCGCACAAGCGGTGGAGCCTGTGGTTTAATTCGAAGCA 892   
B. bacilliformis ATCC 35685  851  ATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCA 900   
Clustal Consensus            798  ******************* ********** ******* *** ******* 843   
 
B. bacilliformis CIP 57.17   886  ACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAGAGTGGAGA 935   
B. bacilliformis CIP 57.18   890  ACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAGAGTGGAGA 939   
B. bacilliformis CIP 57.19   887  ACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAGAGTGGAGA 936   
B. bacilliformis CIP 57.20   893  ACGCGCAGAACCTTACCAGCCTTTGACATCCCGATCGCGGAGAGTGGAGA 942   
B. bacilliformis CIP 57.27   883  ACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAGAGTGGAGA 932   
B. bacilliformis 35096       893  ACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAGAGTGGAGA 942   
B. bacilliformis ATCC 35685  901  ACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAGAGTGGAGA 950   
Clustal Consensus            844  ********************* **************************** 892   
 
B. bacilliformis CIP 57.17   936  CACTTTCCTTCAGTTAGGCT-GATCGGAGACAGGTGCTGCATGGCTGTCG 984   
B. bacilliformis CIP 57.18   940  CACTTTCCTTCAGTTAGCTG-GATCGGAGACAGGTGCTGCATGGCTGTCG 988   
B. bacilliformis CIP 57.19   937  CACTTTCCTTCAGTTAGGCTCGATCGGAGACAGGTGCTGCATGGCTGTCG 986   
B. bacilliformis CIP 57.20   943  CACTTTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCG 992   
B. bacilliformis CIP 57.27   933  CACTTTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCG 982   
B. bacilliformis 35096       943  CACTTTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCG 992   
B. bacilliformis ATCC 35685  951  CACTTTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCG 1000  
Clustal Consensus            893  *****************    ***************************** 938   
 
B. bacilliformis CIP 57.17   985  TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 1034  
B. bacilliformis CIP 57.18   989  TCAGCTCGTGTTGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 1038  
B. bacilliformis CIP 57.19   987  TCAGCTCGTGTC-TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 1035  
B. bacilliformis CIP 57.20   993  TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 1042  
B. bacilliformis CIP 57.27   983  TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCGGCAACGAGCGCAACCC 1032  
B. bacilliformis 35096       993  TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 1042  
B. bacilliformis ATCC 35685  1001 TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCC 1050  
Clustal Consensus            939  ***********  ******************** **************** 985   
 
B. bacilliformis CIP 57.17   1035 TCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGT 1084  
B. bacilliformis CIP 57.18   1039 TCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGT 1088  
B. bacilliformis CIP 57.19   1036 TCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGT 1085  
B. bacilliformis CIP 57.20   1043 TCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGT 1092  
B. bacilliformis CIP 57.27   1033 TCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGT 1082  
B. bacilliformis 35096       1043 TCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGT 1092  
B. bacilliformis ATCC 35685  1051 TCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGT 1100  




B. bacilliformis CIP 57.17   1085 GATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAC 1134  
B. bacilliformis CIP 57.18   1089 GATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAC 1138  
B. bacilliformis CIP 57.19   1086 GATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTT-C 1134  
B. bacilliformis CIP 57.20   1093 GATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAC 1142  
B. bacilliformis CIP 57.27   1083 GATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAC 1132  
B. bacilliformis 35096       1093 GATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAC 1142  
B. bacilliformis ATCC 35685  1101 GATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTAC 1150  
Clustal Consensus            1036 ************************************************ * 1084  
 
B. bacilliformis CIP 57.17   1135 GGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAAAC 1184  
B. bacilliformis CIP 57.18   1139 GGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAAAC 1188  
B. bacilliformis CIP 57.19   1135 GGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAAAC 1184  
B. bacilliformis CIP 57.20   1143 GGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAAAC 1192  
B. bacilliformis CIP 57.27   1133 GGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAAAC 1182  
B. bacilliformis 35096       1143 GGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAAAC 1192  
B. bacilliformis ATCC 35685  1151 GGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCGAAAC 1200  
Clustal Consensus            1085 ************************************************** 1134  
 
B. bacilliformis CIP 57.17   1185 CGCAAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCT 1234  
B. bacilliformis CIP 57.18   1189 CGCAAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCT 1238  
B. bacilliformis CIP 57.19   1185 CGCAAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCT 1234  
B. bacilliformis CIP 57.20   1193 CGCAAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCT 1242  
B. bacilliformis CIP 57.27   1183 CGCAAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCT 1232  
B. bacilliformis 35096       1193 CGCAAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCT 1242  
B. bacilliformis ATCC 35685  1201 CGCAAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCACTCT 1250  
Clustal Consensus            1135 ************************************************** 1184  
 
B. bacilliformis CIP 57.17   1235 GCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATG 1284  
B. bacilliformis CIP 57.18   1239 GCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATG 1288  
B. bacilliformis CIP 57.19   1235 GCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATG 1284  
B. bacilliformis CIP 57.20   1243 GCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATG 1292  
B. bacilliformis CIP 57.27   1233 GCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATG 1282  
B. bacilliformis 35096       1243 GCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATG 1292  
B. bacilliformis ATCC 35685  1251 GCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAGCATG 1300  
Clustal Consensus            1185 ************************************************** 1234  
 
B. bacilliformis CIP 57.17   1285 CCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 1334  
B. bacilliformis CIP 57.18   1289 CCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACCCCATG 1338  
B. bacilliformis CIP 57.19   1285 CCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCAC-CCATG 1333  
B. bacilliformis CIP 57.20   1293 CCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 1342  
B. bacilliformis CIP 57.27   1283 CCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 1332  
B. bacilliformis 35096       1293 CCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 1342  
B. bacilliformis ATCC 35685  1301 CCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATG 1350  
Clustal Consensus            1235 ******************************************** ***** 1283  
 
B. bacilliformis CIP 57.17   1335 GGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAAGCAGGCAA 1384  
B. bacilliformis CIP 57.18   1339 GGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAAGCAGGCAA 1388  
B. bacilliformis CIP 57.19   1334 GGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAAGCAGGCAA 1383  
B. bacilliformis CIP 57.20   1343 GGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAAGCAGGC-- 1390  
B. bacilliformis CIP 57.27   1333 GGAGTTGGTTTTACCCGAAGGTGCTGTGCTA--CGCAAGGAAGCAGGCAA 1380  
B. bacilliformis 35096       1343 GGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAAGCAGGCAA 1392  
B. bacilliformis ATCC 35685  1351 GGAGTTGGTTTTACCCGAAGGTGCTGTGCTAACCGCAAGGAAGCAGGCAA 1400  
Clustal Consensus            1284 *******************************  ***************   1329  
 
B. bacilliformis CIP 57.17   1385 CCACGGTAGG---------------------------------------- 1394  
B. bacilliformis CIP 57.18   1389 CCACGGAAGG---------------------------------------- 1398  
B. bacilliformis CIP 57.19   1384 CCACGGCAGG---------------------------------------- 1393  
B. bacilliformis CIP 57.20   1390 --ACGGTAGG---------------------------------------- 1398  
B. bacilliformis CIP 57.27   1381 CCACGG-------------------------------------------- 1386  
B. bacilliformis 35096       1393 CCACGGTAGG---------------------------------------- 1402  
B. bacilliformis ATCC 35685  1401 CCACGGTAGGGTCAGCGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGG 1450  
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B. clarridgeiae CIP 104772    1    -------------------------------------------------- 1     
B. clarridgeiae M9HN-SHQ      1    ----------------------------------------CACATGCAAG 10    
B. vinsonii CIP 103738        1    -------------------------------------------------G 1     
B. vinsonii ATCC VR-152       1    -----------CTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAG 39    
B. bacilliformis ATCC 35685   1    TTTGATCCTGGCTCAGAACGAACGCTGGCGGCAGGCTTAACACATGCAAG 50    
Clustal Consensus             1                                                       1     
 
B. clarridgeiae CIP 104772    1    -------TAGTCATCTAGAGTGAGCGGCAGACAGGTGAGTAACG-CGTGG 42    
B. clarridgeiae M9HN-SHQ      11   TCGAGCGCACTCATTTAGAGTGAGCGGCAGACGGGTGAGTAACG-CGTGG 59    
B. vinsonii CIP 103738        2    TCGAGCGCAGTCTTTAAGAGTGAGCAG-AAACGGGAGAGTAAAGACGTGG 50    
B. vinsonii ATCC VR-152       40   TCGAGCGCACTCTTTTAGAGTGAGCGGCAAACGGGTGAGTAACG-CGTGG 88    
B. bacilliformis ATCC 35685   51   TCGAGCGCACTCTTTTGCAGTGAGCGGCAAACGAGTGAGTAACG-CGTGG 99    
Clustal Consensus             1            * ** *    ******* * * **  * ****** * ***** 28    
 
B. clarridgeiae CIP 104772    43   GATTCTACCCTTTTCTACGGAATAGCACAGAGAAATTTGTGCTAATACCG 92    
B. clarridgeiae M9HN-SHQ      60   GAATCTACCCTTTTCTACGGAATAACACAGAGAAATTTGTGCTAATACCG 109   
B. vinsonii CIP 103738        51   GAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATACCG 100   
B. vinsonii ATCC VR-152       89   GAATCTACCCATCTCTACGGAATAACACAGAGAAATTTGTGCTAATACCG 138   
B. bacilliformis ATCC 35685   100  GAATCTACCCATCTCTACGGAATAACACAGACAAATTTGTGCTAATACAG 149   
Clustal Consensus             29   ** ******* * *********** ****** **************** * 72    
 
B. clarridgeiae CIP 104772    93   TATACGTCCTACTGGAGAAAGATCTATCGGACAAGGAAGAGCCCGCGGTG 142   
B. clarridgeiae M9HN-SHQ      110  TATACGTCCTACTGGAGAAAGATTTATCGGAGAAGGATGAGCCCGCGTTG 159   
B. vinsonii CIP 103738        101  TATACGTCCTTAGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTG 150   
B. vinsonii ATCC VR-152       139  TATACGTCCTTAGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTG 188   
B. bacilliformis ATCC 35685   150  TATACGTCCTTCGGGAGAAAGATTTATCGGAGATGGATGAGCCCGCGTTG 199   
Clustal Consensus             73   **********   ********** ******* * *** ********* ** 114   
 
B. clarridgeiae CIP 104772    143  GATTAGCTAGTTGGTGAGGTTAAGGCTCACCCAGGCGACGATCCATAGCT 192   
B. clarridgeiae M9HN-SHQ      160  GATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATCCATAGCT 209   
B. vinsonii CIP 103738        151  GATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCATAGCT 200   
B. vinsonii ATCC VR-152       189  GATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGACGATCCATAGCT 238   
B. bacilliformis ATCC 35685   200  GATTAGCTAGTTGGTGAGGTAACGGCCCACCAAGGCGACGATCCATAGCT 249   
Clustal Consensus             115  ******************** * *** **** ****************** 160   
 
B. clarridgeiae CIP 104772    193  GGTGTGAGAGGATGGCCAGCCGCACTGGGACTGAGACA-GGATCAAACTC 241   
B. clarridgeiae M9HN-SHQ      210  GGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 259   
B. vinsonii CIP 103738        201  GGTCTGAGAGGATGACCAGCCACACTGGGACTGAGACACGGATCAGACTC 250   
B. vinsonii ATCC VR-152       239  GGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 288   
B. bacilliformis ATCC 35685   250  GGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGACTC 299   
Clustal Consensus             161  *** **********  ***** **************** **  ** **** 202   
 
B. clarridgeiae CIP 104772    241  --TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGAT 289   
B. clarridgeiae M9HN-SHQ      259  -CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGAT 308   
B. vinsonii CIP 103738        251  TCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGAT 300   
B. vinsonii ATCC VR-152       288  -CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGAT 337   
B. bacilliformis ATCC 35685   299  -CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGAT 348   
Clustal Consensus             202    ************************************************ 250   
 
B. clarridgeiae CIP 104772    290  CCAGCCATGCCGCGTGAGTGATGAAGGTGCTAGGGTTGTAAAGCTCTTTC 339   
B. clarridgeiae M9HN-SHQ      309  CCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTC 358   
B. vinsonii CIP 103738        301  CCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTC 350   
B. vinsonii ATCC VR-152       338  CCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTC 387   
B. bacilliformis ATCC 35685   349  CCAGCCATGCCGCGTGAGTGATGAAGGCCTTAGGGTTGTAAAGCTCTTTC 398   
Clustal Consensus             251  ***************************   ******************** 297   
 
B. clarridgeiae CIP 104772    340  ACCGGTGAAGATAACGACGGCAACCGCAGAAGAAGCCCCGGCTAACTTCG 389   
B. clarridgeiae M9HN-SHQ      359  ACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCG 408   
B. vinsonii CIP 103738        351  ACCGGTGAAGATAATGACGGTAACCGGAGATTTAGCCCCGGCTAACTTCG 400   
B. vinsonii ATCC VR-152       388  ACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCG 437   
B. bacilliformis ATCC 35685   399  ACCGGTGAAGATAATGACGGTAGCCGGAGAAGAAGCCCCGGCTAACTTCG 448   
Clustal Consensus             298  ************** ***** * *** ***   ***************** 340   
 
B. clarridgeiae CIP 104772    390  TGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACT 439   
B. clarridgeiae M9HN-SHQ      409  TGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACT 458   
B. vinsonii CIP 103738        401  TGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACT 450   
B. vinsonii ATCC VR-152       438  TGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACT 487   
B. bacilliformis ATCC 35685   449  TGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACT 498   




B. clarridgeiae CIP 104772    440  GGGCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAG 489   
B. clarridgeiae M9HN-SHQ      459  GGGCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAG 508   
B. vinsonii CIP 103738        451  GGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAG 500   
B. vinsonii ATCC VR-152       488  GGGCGTAAAGCGCACGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAG 537   
B. bacilliformis ATCC 35685   499  GGGCGTAAAGCGCATGTAGGCGGATATTTAAGTCAGAGGTGAAATCCCAG 548   
Clustal Consensus             391  ************** *********************************** 439   
 
B. clarridgeiae CIP 104772    490  GGCTCAACCCTGGAACTGCCTTTGA--CTGGATATCTTGAGTGTGGAAGA 537   
B. clarridgeiae M9HN-SHQ      509  GGCTCAACCCTGGAACTGCCTTTGATACTGGATATCTTGAGTGTGGAAGA 558   
B. vinsonii CIP 103738        501  GGCTCAACCCTGGAACTGCCTTTGATACTGGGTATCTTGAGTATGGAAGA 550   
B. vinsonii ATCC VR-152       538  GGCTCAACCCTGGAACTGCCTTTGATACTGGGTATCTTGAGTATGGAAGA 587   
B. bacilliformis ATCC 35685   549  GGCTCAACCTTGGAACTGCCTTTGATACTGGATGTCTCGAGTATGGAAGA 598   
Clustal Consensus             440  ********* ***************  **** * *** **** ******* 482   
 
B. clarridgeiae CIP 104772    538  GGTGAGTGGAATTCCGAGTGTAGAGCTACCATTCGTAGATATTCGGAGGA 587   
B. clarridgeiae M9HN-SHQ      559  GGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGA 608   
B. vinsonii CIP 103738        551  GGTGAGTGGAATTCCGAGTGTAGAGGTAAAGTTCGTAGATATTCGGAGGA 600   
B. vinsonii ATCC VR-152       588  GGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGA 637   
B. bacilliformis ATCC 35685   599  GGTGAGTGGAATTCCGAGTGTAGAGGTAAAATTCGTAGATATTCGGAGGA 648   
Clustal Consensus             483  ************************* **   ******************* 528   
 
B. clarridgeiae CIP 104772    588  ACACCAGTGGCGAAAGGCGGCTCACTGGTCCAT-ACTGACGCTGAGGTGC 636   
B. clarridgeiae M9HN-SHQ      609  ACACCAGTGGCGAA-GGCGGCTCACTGGTCCATTACTGACGCTGAGGTGC 657   
B. vinsonii CIP 103738        601  ACACCAGTAGCGAA-GGCGGCTCACTGGTCCATTACTGACCCTGAGGTGC 649   
B. vinsonii ATCC VR-152       638  ACACCAGTGGCGAA-GGCGGCTCACTGGTCCATTACTGACGCTGAGGTGC 686   
B. bacilliformis ATCC 35685   649  ACACCAGTGGCGAA-GGCGGCTCACTGGTCCATTACTGACGCTGAGGTGC 697   
Clustal Consensus             529  ******** ***** ****************** ****** ********* 574   
 
B. clarridgeiae CIP 104772    637  GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTA 686   
B. clarridgeiae M9HN-SHQ      658  GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 707   
B. vinsonii CIP 103738        650  GAAAGCGTGGGGAGCAAACAGGATTAGATACC--GGTAGTCCACGCCGTA 697   
B. vinsonii ATCC VR-152       687  GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 736   
B. bacilliformis ATCC 35685   698  GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA 747   
Clustal Consensus             575  ********************************  ************ *** 621   
 
B. clarridgeiae CIP 104772    687  AACGATG---GTTAGCCGTTGGGTGGTTTACTGCTCAGTCGCGCAGCTAA 733   
B. clarridgeiae M9HN-SHQ      708  AACGATGAATGTTAGCCGTTGGGTGGTTTACTGCTCAGTGGCGCAGCTAA 757   
B. vinsonii CIP 103738        698  AACGATGAATGTTAGCCGTCGGGCGGTTTACTGCTCGGTGGCGCACGTAA 747   
B. vinsonii ATCC VR-152       737  AACGATGAATGTTAGCCGTCGGGCGGTTTACTGCTCGGTGGCGCACGTAA 786   
B. bacilliformis ATCC 35685   748  AACGATGAATGTTAGCCGTCGGGCAGTTTACTGCTCGGTGGCGCACGTAA 797   
Clustal Consensus             622  *******   ********* ***  *********** ** *****  *** 661   
 
B. clarridgeiae CIP 104772    734  CGCATTAAACATTCCGCCTGGGGAGTACGGTCGTAAGATTAAAACTCAAA 783   
B. clarridgeiae M9HN-SHQ      758  CGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 807   
B. vinsonii CIP 103738        748  CGCATTAAACATTAAGCCTGGGGTGTACGGTCGCAAGATTAAAACTCAAA 797   
B. vinsonii ATCC VR-152       787  CGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 836   
B. bacilliformis ATCC 35685   798  CGCGTTAAACATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA 847   
Clustal Consensus             662  *** *********  ******** ********* **************** 706   
 
B. clarridgeiae CIP 104772    784  GGA--TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCTTT 831   
B. clarridgeiae M9HN-SHQ      808  GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA- 856   
B. vinsonii CIP 103738        798  GGAATTGACGGGGGCCCGCACAAGCG-TG-AGCATGTGGTTTAATTCGA- 844   
B. vinsonii ATCC VR-152       837  GGAATTGACGGGGGCCCGCACAAGCG-TGGAGCATGTGGTTTAATTCGA- 884   
B. bacilliformis ATCC 35685   848  GGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGA- 896   
Clustal Consensus             707  ***  ********************* ** *****************    749   
 
B. clarridgeiae CIP 104772    832  AGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAA-GTG 880   
B. clarridgeiae M9HN-SHQ      857  AGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGGAAGTG 906   
B. vinsonii CIP 103738        845  AGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTG 894   
B. vinsonii ATCC VR-152       885  AGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAAGGTG 934   
B. bacilliformis ATCC 35685   897  AGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGAGAGTG 946   
Clustal Consensus             750  ********************************************   *** 796   
 
B. clarridgeiae CIP 104772    881  GAGACACCTCCCTTCAGTC-GGCTGGATCGGAGACAGGTGCTGCATGGCT 929   
B. clarridgeiae M9HN-SHQ      907  GAGACACCTCCCTTCAGTTCGGCTGGATCGGAGACAGGTGCTGCATGGCT 956   
B. vinsonii CIP 103738        895  GAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCT 944   
B. vinsonii ATCC VR-152       935  GAGACACCCTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCT 984   
B. bacilliformis ATCC 35685   947  GAGACACTTTCCTTCAGTTAGGCTGGATCGGAGACAGGTGCTGCATGGCT 996   




B. clarridgeiae CIP 104772    930  GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 979   
B. clarridgeiae M9HN-SHQ      957  GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 1006  
B. vinsonii CIP 103738        945  GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAGCGAGCGCA 994   
B. vinsonii ATCC VR-152       985  GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 1034  
B. bacilliformis ATCC 35685   997  GTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 1046  
Clustal Consensus             842  ***************************************** ******** 890   
 
B. clarridgeiae CIP 104772    980  ACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGC 1029  
B. clarridgeiae M9HN-SHQ      1007 ACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAGGGGGACTGC 1056  
B. vinsonii CIP 103738        995  ACGCTCGCCCTTAGTTGAAAGCATTCAGTTG--CACTCTAAGGGGACTGC 1042  
B. vinsonii ATCC VR-152       1035 ACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGC 1084  
B. bacilliformis ATCC 35685   1047 ACCCTCGCCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGC 1096  
Clustal Consensus             891  ** **************  ************  ******* ********* 934   
 
B. clarridgeiae CIP 104772    1030 CGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATG---- 1075  
B. clarridgeiae M9HN-SHQ      1057 CGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 1106  
B. vinsonii CIP 103738        1043 CGGTGATAACCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 1092  
B. vinsonii ATCC VR-152       1085 CGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 1134  
B. bacilliformis ATCC 35685   1097 CGGTGATAAGCCGAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCC 1146  
Clustal Consensus             935  ********* ************************************     979   
 
B. clarridgeiae CIP 104772    1075 -------------------------------------------------- 1075  
B. clarridgeiae M9HN-SHQ      1107 TTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCG 1156  
B. vinsonii CIP 103738        1093 GGGCGGGCTGGCCTACACACGTGCTTCAATGGCGGTG-CAGTGGGCAGCG 1141  
B. vinsonii ATCC VR-152       1135 TTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCG 1184  
B. bacilliformis ATCC 35685   1147 TTACGGGCTGGGCTACACACGTGCTACAATGGTGGTGACAGTGGGCAGCG 1196  
Clustal Consensus             979                                                     979   
 
B. clarridgeiae CIP 104772    1075 -------------------------------------------------- 1075  
B. clarridgeiae M9HN-SHQ      1157 AGATCGCAAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCA 1206  
B. vinsonii CIP 103738        1142 AGACCGCGAGGTCGAGGTAATCTCCATAAGCCATCTCCGTTCGGATTGCA 1191  
B. vinsonii ATCC VR-152       1185 AGACCGCGAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCA 1234  
B. bacilliformis ATCC 35685   1197 AAACCGCAAGGTCGAGCTAATCTCCAAAAGCCATCTCAGTTCGGATTGCA 1246  
Clustal Consensus             979                                                     979   
 
B. clarridgeiae CIP 104772    1075 -------------------------------------------------- 1075  
B. clarridgeiae M9HN-SHQ      1207 CTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAG 1256  
B. vinsonii CIP 103738        1192 CTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAG 1241  
B. vinsonii ATCC VR-152       1235 CTCTGCAACTCGAGTGCATGAAGTTGGAATCGCTAGTAATCGTGGATCAG 1284  
B. bacilliformis ATCC 35685   1247 CTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAGTAATCGTGGATCAG 1296  
Clustal Consensus             979                                                     979   
 
B. clarridgeiae CIP 104772    1075 -------------------------------------------------- 1075  
B. clarridgeiae M9HN-SHQ      1257 CATGCTACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 1306  
B. vinsonii CIP 103738        1242 CATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACC----------- 1280  
B. vinsonii ATCC VR-152       1285 CATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 1334  
B. bacilliformis ATCC 35685   1297 CATGCCACGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACAC 1346  
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B.bacilliformis 35096       1    --------------------TCATGCGATGAATGAAATGGGACTTTTGTT 30    
B.bacilliformis CIP 57.17   1    --------------------TCATGCGATGAATGAAATGGGACTTTTGTT 30    
B.bacilliformis CIP 57.18   1    --------------------TCATGCGATGAATGAAATGGGACTTTTGTT 30    
B.bacilliformis CIP 57.19   1    --------------------TCATGCGATGAATGAAATGGGACTTTTGTT 30    
B.bacilliformis CIP 57.20   1    --------------------TCATGCGATGAATGAAATGGGACTTTTGTT 30    
B.bacilliformis CIP 57.27   1    --------------------TCATGCGATGAATGAAATGGGACTTTTGTT 30    
B.bacilliformis KC583       151  CCTGTCCATCGGCGCATTCTTCATGCGATGAATGAAATGGGACTTTTGTT 200   
Clustal Consensus           1                        ****************************** 30    
 
B.bacilliformis 35096       31   CAATAAGCCTTATCGTAAGTCAGCGGGTGTTGTTGGTGAAGTGATGGGAA 80    
B.bacilliformis CIP 57.17   31   CAATAAGCCTTATCGTAAGTCAGCGGGTGTTGTTGGTGAAGTGATGGGAA 80    
B.bacilliformis CIP 57.18   31   CAATAAGCCTTATCGTAAGTCAGCGGGTGTTGTTGGTGAAGTGATGGGAA 80    
B.bacilliformis CIP 57.19   31   CAATAAGCCTTATCGTAAGTCAGCGGGTGTTGTTGGTGAAGTGATGGGAA 80    
B.bacilliformis CIP 57.20   31   CAATAAGCCTTATCGTAAGTCAGCGGGTGTTGTTGGTGAAGTGATGGGAA 80    
B.bacilliformis CIP 57.27   31   CAATAAGCCTTATCGTAAGTCAGCGGGTGTTGTTGGTGAAGTGATGGGAA 80    
B.bacilliformis KC583       201  CAATAAGCCTTATCGTAAGTCAGCGGGTGTTGTTGGTGAAGTGATGGGAA 250   
Clustal Consensus           31   ************************************************** 80    
 
B.bacilliformis 35096       81   AGTTTCATCCTCATGGTGATGTTTCAATTTATGATGCCTTGGTGCGTATG 130   
B.bacilliformis CIP 57.17   81   AGTTTCATCCTCATGGTGATGCTTCAATTTATGATGCCTTGGTGCGTATG 130   
B.bacilliformis CIP 57.18   81   AGTTTCATCCTCATGGTGATGCGTCAATTTATGATGCCTTGGTGCGTATG 130   
B.bacilliformis CIP 57.19   81   AGTTTCATCCTCATGGTGATGCTTCAATTTATGATGCCTTGGTGCGTATG 130   
B.bacilliformis CIP 57.20   81   AGTTTCATCCTCATGGTGATGCTTCAATTTATGATGCCTTGGTGCGTATG 130   
B.bacilliformis CIP 57.27   81   AGTTTCATCCTCATGGTGATGCTTCAATTTATGATGCCTTGGTGCGTATG 130   
B.bacilliformis KC583       251  AGTTTCATCCTCATGGTGATGCTTCAATTTATGATGCCTTGGTGCGTATG 300   
Clustal Consensus           81   *********************  *************************** 128   
 
B.bacilliformis 35096       131  GCACAGGATTTTTCTTTACGAAATCCTCTGATTGATGGACAGGGAAATTT 180   
B.bacilliformis CIP 57.17   131  GCACAGGATTTTTCTTTACGAAATCCTCTGATTGATGGACAGGGAAATTT 180   
B.bacilliformis CIP 57.18   131  GCACAGGATTTTTCTTTACGAAATCCTCTGATTGATGGACAGGGAAATTT 180   
B.bacilliformis CIP 57.19   131  GCACAGGATTTTTCTTTACGAAATCCTCTGATTGATGGACAGGGAAATTT 180   
B.bacilliformis CIP 57.20   131  GCACAGGATTTTTCTTTACGAAATCCTCTGATTGATGGACAGGGAAATTT 180   
B.bacilliformis CIP 57.27   131  GCACAGGATTTTTCTTTACGAAATCCTCTGATTGATGGACAGGGAAATTT 180   
B.bacilliformis KC583       301  GCACAGGATTTTTCTTTACGAAATCCTCTGATTGATGGACAGGGAAATTT 350   
Clustal Consensus           129  ************************************************** 178   
 
B.bacilliformis 35096       181  TGGCTCTGTTGACGGTGATCCACCCGCAGCGATGGGTT-ACACTAAAATG 229   
B.bacilliformis CIP 57.17   181  TGGCTCTGTTGACGGTGATCCACCCGCAGCGATG-GTTTACACGGAAATG 229   
B.bacilliformis CIP 57.18   181  TGGCTCTGTTGATGGTGATCCACCCGCAGCGATGGGTT-ACACAAAAATG 229   
B.bacilliformis CIP 57.19   181  TGGCTCTGTTGATGGTGATCCACCCGCAGCGATGGGTT-ACACTAAAATG 229   
B.bacilliformis CIP 57.20   181  TGGCTCTGTTGATGGTGATCCACCCGCAGCGATGCGTTTACACTGAA-TG 229   
B.bacilliformis CIP 57.27   181  TGGCTCTGTTGACGGTGATCCACCCGCAGCGATG-GTTTACACGGAA-TG 228   
B.bacilliformis KC583       351  TGGCTCTGTTGACGGTGATCCACCCGCAGCGATGCGTT-ACACGGAA-TG 398   
Clustal Consensus           179  ************ ********************* *** ****  ** ** 222   
 
B.bacilliformis 35096       230  TCGTT--------------------------------------------- 234   
B.bacilliformis CIP 57.17   230  TCGTT--------------------------------------------- 234   
B.bacilliformis CIP 57.18   230  TCGTTTA------------------------------------------- 236   
B.bacilliformis CIP 57.19   230  TCGTT--------------------------------------------- 234   
B.bacilliformis CIP 57.20   230  TCGTTTA------------------------------------------- 236   
B.bacilliformis CIP 57.27   229  TCGTTTA------------------------------------------- 235   
B.bacilliformis KC583       399  TCGTTTAGAAAAAGTTGCAGAAGAACTTTTAGCTGATATTGATAAAGATA 448   
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B. bacilliformis CIP 57.17  1    ---------------------------------------TCTTATGCCTA 11    
B. bacilliformis CIP 57.18  1    ---------------------------------------TCTTATGCCTA 11    
B. bacilliformis CIP 57.19  1    ---------------------------------------TCTTATGCCTA 11    
B. bacilliformis CIP 57.20  1    ---------------------------------------TCTTATGCCTA 11    
B. bacilliformis CIP 57.27  1    ---------------------------------------TCTTATGCCTA 11    
B. bacilliformis 35096      1    ---------------------------------------TCTTATGCCTA 11    
B. bacilliformis KC583      151  ATCCATGCCATGCGCTTATTAAAACTTAACCCTGCACAATCTTATGCTAA 200   
Clustal Consensus           1                                           ********  * 9     
 
B. bacilliformis CIP 57.17  12   GTGTGCACGGATTGTAGGTGATGTTATGGGGAAATTTCATCCTCATGGTG 61    
B. bacilliformis CIP 57.18  12   GTGTGCACGGATTGTAGGTGATGTTATGGGGAAATTTCATCCTCATGGTG 61    
B. bacilliformis CIP 57.19  12   GTGTGCACGGATTGTAGGTGATGTTATGGGGAAATTTCATCCTCATGGTG 61    
B. bacilliformis CIP 57.20  12   GTGTGCACGGATTGTAGGTGATGTTATGGGGAAATTTCATCCTCATGGTG 61    
B. bacilliformis CIP 57.27  12   GTGTGCACGGATTGTAGGTGATGTTATGGGGAAATTTCATCCTCATGGTG 61    
B. bacilliformis 35096      12   GTGTGCACGGATTGTAGGTGATGTTATGGGGAAATTTCATCCTCATGGTG 61    
B. bacilliformis KC583      201  GTGTGCACGGATTGTAGGTGATGTTATGGGGAAATTTCATCCTCATGGTG 250   
Clustal Consensus           10   ************************************************** 59    
 
B. bacilliformis CIP 57.17  62   ATGCCTCTATTTATGATGCATTAGTTCGTTTGGCACAGGACTTTGCTGTC 111   
B. bacilliformis CIP 57.18  62   ATGCCTCTATTTATGATGCATTAGTTCGTTTGGCACAGGACTTTGCTGTC 111   
B. bacilliformis CIP 57.19  62   ATGCCTCTATTTATGATGCATTAGTTCGTTTGGCACAGGACTTTGCTGTC 111   
B. bacilliformis CIP 57.20  62   ATGCCTCTATTTATGATGCATTAGTTCGTTTGGCACAGGACTTTGCTGTC 111   
B. bacilliformis CIP 57.27  62   ATGCCTCTATTTATGATGCATTAGTTCGTTTGGCACAGGACTTTGCTGTC 111   
B. bacilliformis 35096      62   ATGCCTCTATTTATGATGCATTAGTTCGTTTGGCACAGGACTTTGCTGTC 111   
B. bacilliformis KC583      251  ATGCCTCTATTTATGATGCATTAGTTCGTTTGGCACAGGACTTTGCTGTC 300   
Clustal Consensus           60   ************************************************** 109   
 
B. bacilliformis CIP 57.17  112  CGTTATCCATTAATTGATGGACAAGGAAATTTCGGTAATATCGACGGTGA 161   
B. bacilliformis CIP 57.18  112  CGTTATCCATTAATTGATGGACAAGGAAATTTCGGTAATATCGACGGTGA 161   
B. bacilliformis CIP 57.19  112  CGTTATCCATTAATTGATGGACAAGGAAATTTCGGTAATATCGACGGTGA 161   
B. bacilliformis CIP 57.20  112  CGTTATCCATTAATTGATGGACAAGGAAATTTCGGTAATATCGACGGTGA 161   
B. bacilliformis CIP 57.27  112  CGTTATCCATTAATTGATGGACAAGGAAATTTCGGTAATATCGACGGTGA 161   
B. bacilliformis 35096      112  CGTTATCCATTAATTGATGGACAAGGAAATTTCGGTAATATCGACGGTGA 161   
B. bacilliformis KC583      301  CGTTATCCATTAATTGATGGACAAGGAAATTTCGGTAATATCGACGGTGA 350   
Clustal Consensus           110  ************************************************** 159   
 
C B. bacilliformis IP 57.17 162  TAATGCTGCAGCTATGCGTTATACAGAAGCACGCATGACTGAAGTAGCAG 211   
B. bacilliformis CIP 57.18  162  TAATGCTGCAGCTATGCGTTATACAGAAGCACGCATGACTGAAGTAGCAG 211   
B. bacilliformis CIP 57.19  162  TAATGCTGCAGCTATGCGTTATACAGAAGCACGCATGACTGAAGTAGCAG 211   
B. bacilliformis CIP 57.20  162  TAATGCTGCAGCTATGCGTTATACAGAAGCACGCATGACTGAAGTAGCAG 211   
B. bacilliformis CIP 57.27  162  TAATGCTGCAGCTATGCGTTATACAGAAGCACGCATGACTGAAGTAGCAG 211   
B. bacilliformis 35096      162  TAATGCTGCAGCTATGCGTTATACAGAAGCACGCATGACTGAAGTAGCAG 211   
B. bacilliformis KC583      351  TAATGCTGCAGCTATGCGTTATACAGAAGCACGCATGACTGAAGTAGCAG 400   
Clustal Consensus           160  ************************************************** 209   
 
B. bacilliformis CIP 57.17  212  AATTGTTACTTGAGGGTATCAACGAAAATGCTATTGATTTTCGTTTAACT 261   
B. bacilliformis CIP 57.18  212  AATTGTTACTTGAGGGTATCAACGAAAATGCTATTGATTTTCGTTTAACT 261   
B. bacilliformis CIP 57.19  212  AATTGTTACTTGAGGGTATCAACGAAAATGCTATTGATTTTCGTTTAACT 261   
B. bacilliformis CIP 57.20  212  AATTGTTACTTGAGGGTATCAACGAAAATGCTATTGATTTTCGTTTAACT 261   
B. bacilliformis CIP 57.27  212  AATTGTTACTTGAGGGTATCAACGAAAATGCTATTGATTTTCGTTTAACT 261   
B. bacilliformis 35096      212  AATTGTTACTTGAGGGTATCAACGAAAATGCTATTGATTTTCGTTTAACT 261   
B. bacilliformis KC583      401  AATTGTTACTTGAGGGTATCAACGAAAATGCTATTGATTTTCGTTTAACT 450   
Clustal Consensus           210  ************************************************** 259   
 
B. bacilliformis CIP 57.17  262  TATAATGAAGAAGATGAAGAGCCTATTGTTTTACCAGGAGCTTTTCCTAA 311   
B. bacilliformis CIP 57.18  262  TATAATGAAGAAGATGAAGAGCCTATTGTTTTACCAGGAGCTTTTCCTAA 311   
B. bacilliformis CIP 57.19  262  TATAATGAAGAAGATGAAGAGCCTATTGTTTTACCAGGAGCTTTTCCTAA 311   
B. bacilliformis CIP 57.20  262  TATAATGAAGAAGATGAAGAGCCTATTGTTTTACCAGGAGCTTTTCCTAA 311   
B. bacilliformis CIP 57.27  262  TATAATGAAGAAGATGAAGAGCCTATTGTTTTACCAGGAGCTTTTCCTAA 311   
B. bacilliformis 35096      262  TATAATGAAGAAGATGAAGAGCCTATTGTTTTACCAGGAGCTTTTCCTAA 311   
B. bacilliformis KC583      451  TATAATGAAGAAGATGAAGAGCCTATTGTTTTACCAGGAGCTTTTCCTAA 500   
Clustal Consensus           260  ************************************************** 309   
 
B. bacilliformis CIP 57.17  312  TCTTTTAGCCAATGGTTCTTCAGGGATTGCTGTTGGTA------------ 349   
B. bacilliformis CIP 57.18  312  TCTTTTAGCCAATGGTTCTTCAGGGATTGCTGTTGGTA------------ 349   
B. bacilliformis CIP 57.19  312  TCTTTTAGCCAATGGTTCTTCAGGGATT-CTGTTGGTA------------ 348   
B. bacilliformis CIP 57.20  312  TCTTTTAGCCAATGGTTCTTCAGGGATTGCTGTTGGTA------------ 349   
B. bacilliformis CIP 57.27  312  TCTTTTAGCCAATGGTTCTTCAGGGATT-CTGTTGGTA------------ 348   
B. bacilliformis 35096      312  TCTTTTAGCCAATGGTTCTTCAGGGATTGCTGTTGGTA------------ 349   
B. bacilliformis KC583      501  TCTTTTAGCCAATGGTTCTTCAGGGATTGCTGTTGGTATGGCAACATCTA 550   
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B. bacilliformis CIP 57.18  1   ATGAAAAAAA TATTAAATTT ATTTGTAATT TCTGCTTTCT TGAA-AGTTC  49   
B. bacilliformis KC583      1   ATGAAAAAAA TATTAAATTT ATTTGTAATT TCTGCTTTCT TGAGTATTTC  50   
Clustal Consensus           1   ********** ********** ********** ********** ***  * ***  47   
 
B. bacilliformis CIP 57.18  50  CTCTGCAGCG TTTGCTCAAA ATGTAAAACC AGCTGCAACG AAGCCTTCTG  99   
B. bacilliformis KC583      51  CTCTGCAGCG TTTGCTCAAA ATGTAAAACC AGCTGCAACG AAGCCTTCTG  100  
Clustal Consensus           48  ********** ********** ********** ********** **********  97   
 
B. bacilliformis CIP 57.18  100 TTGCTACACT GCCGAATGGT GCTTCTTCAT TAACTGAGAC TTACGGTTTG  149  
B. bacilliformis KC583      101 TTGCTACACT GCCGAATGGT GCTTCTTCAT TAACTGAGAC TTACGGTTTG  150  
Clustal Consensus           98  ********** ********** ********** ********** **********  147  
 
B. bacilliformis CIP 57.18  150 TGGAGCGTTA ACTGTGGTAT ACAGGATGGG AACAAAATTT GTATTATGCT  199  
B. bacilliformis KC583      151 TGGAGCGTTA ACTGTGGTAT ACAGGATGGG AACAAAATTT GTATTATGCT  200  
Clustal Consensus           148 ********** ********** ********** ********** **********  197  
 
B. bacilliformis CIP 57.18  200 TCGTCAGGAA GTTAATGAGC AAGATCGTGT TCTATTGTCT ATGAGTGTTT  249  
B. bacilliformis KC583      201 TCGTCAGGAA GTTAATGAGC AAGATCGTGT TCTATTGTCT ATGAGTGTTT  250  
Clustal Consensus           198 ********** ********** ********** ********** **********  247  
 
B. bacilliformis CIP 57.18  250 CTCTTGATGG GGAAGGTACT GTATCTGGCA ATTTGACGAT TCCTTTTGGT  299  
B. bacilliformis KC583      251 CTCTTGATGG GGAAGGTACT GTATCTGGCA ATTTGACGAT TCCTTTTGGT  300  
Clustal Consensus           248 ********** ********** ********** ********** **********  297  
 
B. bacilliformis CIP 57.18  300 ATATTGGTTT CTAAGCCTAT TCGTTTGCAT GTAGATGATT CGAAATCTGT  349  
B. bacilliformis KC583      301 ATATTGGTTT CTAAGCCTAT TCGTTTGCAT GTAGATGATT CGAAATCTGT  350  
Clustal Consensus           298 ********** ********** ********** ********** **********  347  
 
B. bacilliformis CIP 57.18  350 TATTGAAAGC AATGTTCGCA CTTGTGTGCC AGCAGGCTGC GTGGTTCCAA  399  
B. bacilliformis KC583      351 TATTGAAAGC AATGTTCGCA CTTGTGTGCC AGCAGGTTGT GTGGTTCCAA  400  
Clustal Consensus           348 ********** ********** ********** ****** **  **********  395  
 
B. bacilliformis CIP 57.18  400 TAGTTTTTGA CAAAAATTTT GTAGGGTCTT TACGCGCTGG CAAGCAGTTG  449  
B. bacilliformis KC583      401 TAGTTTTTGA CAAAAATTTT GTAGGGTCTT TACGCGCTGG CAAGCAGTTG  450  
Clustal Consensus           396 ********** ********** ********** ********** **********  445  
 
B. bacilliformis CIP 57.18  450 AAATTATCTA TGACAGTTGC TGCTCCAGGT GAACCAACCT TGGATAATTT  499  
B. bacilliformis KC583      451 AAATTATCTA TGACAGTTGC TGCTCCAGGT GAACCAACCT TGGATAATTT  500  
Clustal Consensus           446 ********** ********** ********** ********** **********  495  
 
B. bacilliformis CIP 57.18  500 ATTTGTGCAA TTGGATGGTT TCAGCAACGC TCTTAAGCGT TTAACTTCTT  549  
B. bacilliformis KC583      501 ATTTGTGCAA TTGGATGGTT TCAGCAACGC TCTTAAGCGT TTAACTTCTT  550  
Clustal Consensus           496 ********** ********** ********** ********** **********  545  
 
B. bacilliformis CIP 57.18  550 TGCAAAAAAA G  560  
B. bacilliformis KC583      551 TGCAAAAATA A  561  




























B. bacilliformis KC583      1    ATGGGTTCTA GTATATTAAC TAATAGATCT GCAATGACTG CATTGCAGAC  50    
B. bacilliformis CIP 57.18  1    ATGGGTTCTA GTATATTAAC TAATAGATCT GCAATGACTG CA--GCAGAC  48    
Clustal Consensus           1    ********** ********** ********** ********** **  ******  48    
 
B. bacilliformis KC583      51   ACTCCGTAAC ATTGATAACA ACTTAGATAA ATCAAAAGAC CGTATTTCAA  100   
B. bacilliformis CIP 57.18  49   ACTCCGTAAC ATTGATAACA ACTTAGATAA ATCAAAAGAC CGTATTTCAA  98    
Clustal Consensus           49   ********** ********** ********** ********** **********  98    
 
B. bacilliformis KC583      101  CAGGTTTGCG TATTGGAAGT GCTTCTGACA ATACTGCTTA TTGGTCTATT  150   
B. bacilliformis CIP 57.18  99   CAGGTTTGCG TATTGGAAGT GCTTCTGACA ATACTGCTTA TTGGTCTATT  148   
Clustal Consensus           99   ********** ********** ********** ********** **********  148   
 
B. bacilliformis KC583      151  TCATCAATGA TGAAGCATGA CAGTAACACA ATGAGCGCTG TTGTTGATGC  200   
B. bacilliformis CIP 57.18  149  TCATCAATGA TGAAGCATGA CAGTAACACA ATGAGCGCTG TTGTTGATGC  198   
Clustal Consensus           149  ********** ********** ********** ********** **********  198   
 
B. bacilliformis KC583      201  TATTAATTTG GGTAGAGAAC AGGTAAACGT TGCTGCAACA GCTGTTAATT  250   
B. bacilliformis CIP 57.18  199  TATTAATTTG GGTAGAGAAC AGGTAAACGT TGCTGCAACA GCTGTTAATT  248   
Clustal Consensus           199  ********** ********** ********** ********** **********  248   
 
B. bacilliformis KC583      251  TAACCAAAGA ATCTCTTGAT GATATCCAAA AATCAATGGT TTCCGCGCGT  300   
B. bacilliformis CIP 57.18  249  TAACCAAAGA ATCTCTTGAT GATATCCAAA AATCAATGGT TTCCGCGCGT  298   
Clustal Consensus           249  ********** ********** ********** ********** **********  298   
 
B. bacilliformis KC583      301  GAAAAATCTG ATGATGATAT CATGAAGATT CAGGACTCCA TCAAGGGAAA  350   
B. bacilliformis CIP 57.18  299  GAAAAATCTG ATGATGATAT CATGAAGATT CAGGACTCCA TCAAGGGAAA  348   
Clustal Consensus           299  ********** ********** ********** ********** **********  348   
 
B. bacilliformis KC583      351  TATGCAAAAT ATTTCTAACG CAATCCAATC TGCTGCTTTT GGTGGAAAAA  400   
B. bacilliformis CIP 57.18  349  TATGCAAAAT ATTTCTAACG CAATCCAATC TGCTGCTTTT GGTGGAAAAA  398   
Clustal Consensus           349  ********** ********** ********** ********** **********  398   
 
B. bacilliformis KC583      401  ATATCCTTTC CAATGGTGGT GAAAAAGTTG GTATTGCTGC TGGTTACCGT  450   
B. bacilliformis CIP 57.18  399  ATATCCTTTC CAATGGTGGT GAAAAAGTTG GTATTGCTGC TGGTTACCGT  448   
Clustal Consensus           399  ********** ********** ********** ********** **********  448   
 
B. bacilliformis KC583      451  CGTGAAGGCT CCGCTGTTTA TGTGGATATG ATTGAAGTTG GTGGTGCAGA  500   
B. bacilliformis CIP 57.18  449  CGTGAAGGCT CCGCTGTTTA TGTGGATATG ATTGAAGTTG GTGGTGCAGA  498   
Clustal Consensus           449  ********** ********** ********** ********** **********  498   
 
B. bacilliformis KC583      501  ATTAAACTTT GGTGTTATGG GGCCTGATGG TACCATTGAT ATGACTCAAG  550   
B. bacilliformis CIP 57.18  499  ATTAAACTTT GGTGTTATGG GGCCTGATGG TACCATTGAT ATGACTCAAG  548   
Clustal Consensus           499  ********** ********** ********** ********** **********  548   
 
B. bacilliformis KC583      551  GTATTTTAAA GGGTGTCTTT GGCAAGAGTG ATAAGGATAT TGATGCAGGT  600   
B. bacilliformis CIP 57.18  549  GTATTTTAAA GGGTGTCTTT GGCAAGAGTG ATAAGGATAT TGATGCAGGT  598   
Clustal Consensus           549  ********** ********** ********** ********** **********  598   
 
B. bacilliformis KC583      601  ATCAAAACCT TCACTGAAGC TGCTGATAAA CAAAAAGGTT TAGAAGATGC  650   
B. bacilliformis CIP 57.18  599  ATCAAAACCT TCACTGAAGC TGCTGATAAA CAAAAAGGTT TAGAAGATGC  648   
Clustal Consensus           599  ********** ********** ********** ********** **********  648   
 
B. bacilliformis KC583      651  TCTTGCTAAG GCAGAGGCTG CTGTTGCCGC TAATCCTAAT GATGAAGCAG  700   
B. bacilliformis CIP 57.18  649  TCTTGCTAAG GCAGAAGCTG CTGTTGCTGC TAATCCTAAT GATGAAGCAG  698   
Clustal Consensus           649  ********** ***** **** ******* ** ********** **********  696   
 
B. bacilliformis KC583      701  CAAAAACAGC ATTAGAGGAA GCTAAAAAAG CTGTAGAAGA CAATAAAGAA  750   
B. bacilliformis CIP 57.18  699  CAAAAACAGC ATTAGAGGAA GCTAAAAAAG CTGTAGAAGA CAATAAAGAA  748   
Clustal Consensus           697  ********** ********** ********** ********** **********  746   
 
B. bacilliformis KC583      751  GATTGGACCA AGGCACAAAG TGATTTTAAA GTTGTTGCTG ATAGCATGAC  800   
B. bacilliformis CIP 57.18  749  GATTGGACCA AGGCACAAAG TGATTTTAAA GTTGTTGCTG ATAGCATGAC  798   
Clustal Consensus           747  ********** ********** ********** ********** **********  796   
 
B. bacilliformis KC583      801  TTTGAATGAC TTTGTTCAGA TGCAAGGTGT TGGTGGTCTG CCTTCAGTTG  850   
B. bacilliformis CIP 57.18  799  TTTGAATGAC TTTGTTCAGA TGCAAGGTGT TGGTGGTCTG CCTTCAGTTG  848   
Clustal Consensus           797  ********** ********** ********** ********** **********  846   
GF

B. bacilliformis KC583      851  CGCAAAGTAT AATTCTGAAC AGTGTTCAAA AGACAGTGCG TCATGCTGTT  900   
B. bacilliformis CIP 57.18  849  CGCAAAGTAA AATTCTGAAC AGTGTTCAAA AGACAGTGCG TCATGCTGTT  898   
Clustal Consensus           847  *********  ********** ********** ********** **********  895   
 
B. bacilliformis KC583      901  GATGTAACAC TTACTGCAGG GTCTAAAATT GGATCTGCTG TCAATCAGGT  950   
B. bacilliformis CIP 57.18  899  GATGTAACAC TTACTGCAGG GTCTAAAATT GGATCTGCTG TCAATCAGGT  948   
Clustal Consensus           896  ********** ********** ********** ********** **********  945   
 
B. bacilliformis KC583      951  GGACAGCCAA TTGAACTTTG TTAAAAGATT GTTAGACAAT ATTGAAGCAG  1000  
B. bacilliformis CIP 57.18  949  GGACAGCCAA TTGAACTTTG TTAAAAGATT GTTAGACAAT ATTGAAGCAG  998   
Clustal Consensus           946  ********** ********** ********** ********** **********  995   
 
B. bacilliformis KC583      1001 GTATTGGTGC ACTTGTTGAT GCTGATATGA ATGCAGAATC TGCAAAATTG  1050  
B. bacilliformis CIP 57.18  999  GTATTGGTGC ACTTGTTGAT GCTGATATGA ATGCAGAATC TGCAAAATTG  1048  
Clustal Consensus           996  ********** ********** ********** ********** **********  1045  
 
B. bacilliformis KC583      1051 TCAGCTTTGC AAGTTCAACA GCAGCTCGGT ATTCCCAGGC TCTTTCTATT  1100  
B. bacilliformis CIP 57.18  1049 TCAGCTTTGC AAGTTCAACA GCAGCTCGGT ATT--CAGGC TCTTTCTATT  1096  
Clustal Consensus           1046 ********** ********** ********** ***  ***** **********  1093  
 
B. bacilliformis KC583      1101 GCAAATCAGG GCAGCCAGAA TATTTTAG- 1128  
B. bacilliformis CIP 57.18  1097 GCAAATCAGG GCAGCCAGAA TATTTTAGG 1125  
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B. clarridgeiae CIP 104772  1   ---------- ---TAATTTT GTGGAACATT TCTGCTTGCA ACAGTCTAAT  37   
B. bacilliformis CIP 57.18  1   ATGAAAAAAA TATTAAATTT ATTTGTAATT TCTGCTTTCT TGAA-AGTTC  49   
B. bacilliformis KC583      1   ATGAAAAAAA TATTAAATTT ATTTGTAATT TCTGCTTTCT TGAGTATTTC  50   
Clustal Consensus           1                 *** ***  *     *** ******* *    *         19   
 
B. clarridgeiae CIP 104772  38  TTCTCCAGTA TATGATCCAA GTTTAAATCC ACCGGAGATG AATCTTTCGG  87   
B. bacilliformis CIP 57.18  50  CTCTGCAGCG TTTGCTCAAA ATGTAAAACC AGCTGCAACG AAGCCTTCTG  99   
B. bacilliformis KC583      51  CTCTGCAGCG TTTGCTCAAA ATGTAAAACC AGCTGCAACG AAGCCTTCTG  100  
Clustal Consensus           19   *** ***   * ** ** **  * **** ** * * *  * * ** * *** *  51   
 
B. clarridgeiae CIP 104772  88  TTACTGCACC TCCTTGTAGG GCTTCTTCAT TAACTGAGAA TTACGGTTTG  137  
B. bacilliformis CIP 57.18  100 TTGCTACACT GCCGAATGGT GCTTCTTCAT TAACTGAGAC TTACGGTTTG  149  
B. bacilliformis KC583      101 TTGCTACACT GCCGAATGGT GCTTCTTCAT TAACTGAGAC TTACGGTTTG  150  
Clustal Consensus           52  ** ** ***   **   * *  ********** *********  **********  91   
 
B. clarridgeiae CIP 104772  138 TGGAGCGTAA ACTGTGGTAT ACAGGATGGG AACAAAATTT GTATTATGCT  187  
B. bacilliformis CIP 57.18  150 TGGAGCGTTA ACTGTGGTAT ACAGGATGGG AACAAAATTT GTATTATGCT  199  
B. bacilliformis KC583      151 TGGAGCGTTA ACTGTGGTAT ACAGGATGGG AACAAAATTT GTATTATGCT  200  
Clustal Consensus           92  ******** * ********** ********** ********** **********  140  
 
B. clarridgeiae CIP 104772  188 TCGTCCGGAA GTTAATGAGC AAGATCGTGT TCTATTGTCT ATGAGTGTTT  237  
B. bacilliformis CIP 57.18  200 TCGTCAGGAA GTTAATGAGC AAGATCGTGT TCTATTGTCT ATGAGTGTTT  249  
B. bacilliformis KC583      201 TCGTCAGGAA GTTAATGAGC AAGATCGTGT TCTATTGTCT ATGAGTGTTT  250  
Clustal Consensus           141 ***** **** ********** ********** ********** **********  189  
 
B. clarridgeiae CIP 104772  238 CTCTTGATGG GGAAGGTACT GTATCTGGCA ATTTGACGAT TCCTTTTGGT  287  
B. bacilliformis CIP 57.18  250 CTCTTGATGG GGAAGGTACT GTATCTGGCA ATTTGACGAT TCCTTTTGGT  299  
B. bacilliformis KC583      251 CTCTTGATGG GGAAGGTACT GTATCTGGCA ATTTGACGAT TCCTTTTGGT  300  
Clustal Consensus           190 ********** ********** ********** ********** **********  239  
 
B. clarridgeiae CIP 104772  288 ATATTGGTTT CTAAGCCTAT TCGTTTGCAT GTAGATGATT CGAAATCTGT  337  
B. bacilliformis CIP 57.18  300 ATATTGGTTT CTAAGCCTAT TCGTTTGCAT GTAGATGATT CGAAATCTGT  349  
B. bacilliformis KC583      301 ATATTGGTTT CTAAGCCTAT TCGTTTGCAT GTAGATGATT CGAAATCTGT  350  
Clustal Consensus           240 ********** ********** ********** ********** **********  289  
 
B. clarridgeiae CIP 104772  338 TATTGAAAGC AATGTTCGCA CTTGTGTGCC AGCAGGTTGT GTGGTTCCCA  387  
B. bacilliformis CIP 57.18  350 TATTGAAAGC AATGTTCGCA CTTGTGTGCC AGCAGGCTGC GTGGTTCC-A  398  
B. bacilliformis KC583      351 TATTGAAAGC AATGTTCGCA CTTGTGTGCC AGCAGGTTGT GTGGTTCC-A  399  
Clustal Consensus           290 ********** ********** ********** ****** **  ******** *  336  
 
B. clarridgeiae CIP 104772  388 ATAGTTTTTG ACAAAAATTT TGTAGGTGTC TATTACGC-C TGGCAAGCAG  436  
B. bacilliformis CIP 57.18  399 ATAGTTTTTG ACAAAAATTT TGTAGG-GTC T-TTACGCGC TGGCAAGCAG  446  
B. bacilliformis KC583      400 ATAGTTTTTG ACAAAAATTT TGTAGG-GTC T-TTACGCGC TGGCAAGCAG  447  
Clustal Consensus           337 ********** ********** ****** *** * ****** * **********  383  
 
B. clarridgeiae CIP 104772  437 ATGAAATTAT CTATGAGGGT TGCGGTTCCA CCAGGTTGAG CCACCGCTGA  486  
B. bacilliformis CIP 57.18  447 TTGAAATTAT CTATGACAGT TGCTGCTCCA GGTGAACCAA CCTTGGATAA  496  
B. bacilliformis KC583      448 TTGAAATTAT CTATGACAGT TGCTGCTCCA GGTGAACCAA CCTTGGATAA  497  
Clustal Consensus           383  ********* ******  ** *** * ****    *    *  **   * * *  415  
 
B. clarridgeiae CIP 104772  487 TTTGTTTATG CTCCAGGAAG CTTAAATCAG CACTCATTTT AATATTTTTT  536  
B. bacilliformis CIP 57.18  497 TTTATTTGTG CAATTGGATG GTTTCAGCAA CGCTC--TTA AGCGTTTAAC  544  
B. bacilliformis KC583      498 TTTATTTGTG CAATTGGATG GTTTCAGCAA CGCTC--TTA AGCGTTTAAC  545  
Clustal Consensus           416 *** *** ** *    *** *  **  * **  * ***  **  *   ***     443  
 
B. clarridgeiae CIP 104772  537 ACCTCGGTAA AAAAA----- ---------- ---------- ----------  551  
B. bacilliformis CIP 57.18  545 TTCTTTGCAA AAAAAGGGCG AGCTCAATTC GAAGCTTGAA GGTAAGCCTA  594  
B. bacilliformis KC583      546 TTCTTTGCAA AAATAA---- ---------- ---------- ----------  561  
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